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VELKE) (pulsed-field gel electro-phoresis : PFGE)
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WEICHE LT, BIETHIEEE (GeneAmp PCR Sys-
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TOWEET-72. KWT, 1%7 Aa—Z7 )V TPCR
Y BEIKEIR, TFYvATOY, RTHRIGL, %
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FH107 %D C. jejuni (5% Penner B#) K ONEH#H
BEHk 31 R, AR 28 M, MMt HE 13k, &
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38.35%, /Ny 7 7 —iREE14C, KB 18 BEH D4
- CcEAkE (CHEF-DR I, Bio-Rad, U.S.A.) %47
-7z [11].

K WHkD PFGE 12 X 2 DNA YW /¥ % — > % Diver-
sity database (PDI%L, U.S.A) ZHwTa vy ¥ a—
5 AT %, HIBREEE DNAYIK S — v O@nh b
UPGMA (unweighted pair group method with arith-
metic averages) {EIZL D 7T R ¥ — T % FEhi L T,
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2.9%) THo-.
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PFGE #:12 & Y Ifili% & Penner D %l 4k 72 #1230
BRI s, MiER Penner B &E & RIS, BEHk
MO &Ens 7V —7 1, BEHRMkE 0k
MO &Inb 7 NV—TF1, BEHREEE T8 A
BELEEINL 7 V—TIICKI SN (K2). L
2RI HR 13 S b, B ERERHRELE RO
BETRIZR LSO 1, Mo 128>, 5
DD YA FIHHEENDS, WER G AR Rk
ET70 %V EoFEPENRD SN, —FH, FVv—T1
D1FA4TROETV—=FTMDI3Z A FIZONTIE, A
H ke bk & bl B kMR 0 BAZ T RIATH —TdH - 7.
BB, HOHIREECH—ODNALYIKI /XY — > 2R 1L
7oRkIE, o 3TORIREREE HWnaTh, Z2he
NI —DiKEY S5 — v %R L7z,

Z =

FNREENIAT O 105 MifkH 57 Wik (54.3%) » 5
C. jejuni Wy Sz, IR 1ml 4720 OFHFHE L,
42.9% (45/105#4K) 2510°cfu/mi L ETH Y, HilK
FER DGR D 1,000 ~ 10,000 @ WEHTH - 72
[12].

hr¥any y—oFEETE LT, 8, BEE
Bk, R, HEREAEUEREPMSN TS [13,
141, ¥4E, FHWER Y 7 TH B cmeABC HIHHAZ K
T AP L B ENNDEFIIEETH D 2 LPHE S
NTwa [7, 8], AHiTH 508 S 7z 40 BRiZ, HiE
BT THOVBENOEFICEETDH S flad =, cme
ABC, MMaALEE#HFE %Y I — F 9 5 cdtABC 7 & 71
FOREBELTOTRTEREL TV I EDHLM L
Holz. 512, SEEROIMBERMINE, ArhEREdR
k& FEEIZ, Penner BEE, D#EMN% L, F72, PFGE
T X BT C b BEH Rk & OBUEDTTH T L ATR
Ihz.

PFGE 12 & 2@ =TT, Bk 7% 2 WkE O
MR S PICT 220 ASH SR TWwa [15,
16]. 4, IMiER Penner BEOKIE, 2Rk pk
BNV —=T1, BAHRESZV—TM L EhENER
5275 AF—=\IhHEE Nz, T, &R Penner D B
ORTIE, JRHH SRR & FR H SRR O — AN H — D~
FAY = ENT. A rEaNy ¥ —Tl%, SIVE
AT LR BANOIEEEG DR 5w [17]. #
W AR OF e S, ey vy —Et
THEH, BHETOFETRE, HHGE 25 2 LAk
wEhTBY [18,19], TOHELEFEO—DIZHBEIDH
FohTwa [20]. EIGGIETH - 46, BE
S ANDHDVIE, BESTADERELV—-FBEZDS
N5 Eh5, Penner D BEDAH Kbk & 3 KAk D
GTHAE—-HL2DTIE WAL EZONS. 5k,

HEr&3E 66 713~717 (2013)

Btk Z IR 28T, BR, 4, BRUAOE DL
DRRIZOWT, K DFEEMICHE T2 LEDPDH L LE R
Lbhb.

DEoxHiz, BhEoERE 2D ) 5 C. jejuni
BN HCERIHFET L VWL E ol M
5, FAEEROMBEDOR Y S LIIEHER L, it
PODOHREZH I VIO KL #H L5 T LA
HTHhopLBbhi.
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Contamination of Bile in Gallbladder of Beef Cattle with Campylobacter jejuni
and Characteristics of Isolates

Kazuaki ONO'

* Saitama Institute of Public Health, 639-1 Kamiokubo, Sakura-ku, Saitama-shi, 338-0824,

Japan

SUMMARY

Of 105 bile samples of cattle tested, 57 (54.3%) were found positive for C. jejuni. In 42.9% (45/105) of the
samples, the measurement of C. jejuni in the bile exceeded 10° cfu/mil. The contamination level of C. jejuni in
the bile of beef cattle was 1,000-10,000 times higher than that found in fresh chicken meat. Although 30%
(12/40) of isolates were untypable, 35% (14/40) and 12.5% (5/40) of the isolates were serotyped as the Penner
D and Penner B group, respectively. Forty bile isolates examined possessed seven virulence genes: flaA, cdtA,
cdtB, cdtC, cmeA, cmeB and cmeC. Pulsed-field gel electrophoresis was also performed to determine the geno-
typic relatedness of isolates. All isolates from cattle bile showed high similarity to those from human patients
and some showed identical band patterns to those from humans, using four different restriction enzymes.
These data indicate that bile of beef cattle could be an important source of C. jejuni food poisoning for humans.
——Key words : bile of beef cattle, Campylobacter jejuni, pulsed-field gel electrophoresis, virulence gene.
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