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Genotype

JMM-Sai (AB074919)
Anepal (F051830)

Pakistan Abb—2B (AF185822)
Pakistan SAR-55 (M80581)
China HPEGENA (1.25547)
China Uigh179 (D11093) I

China Hebei ( 94177
China Xinjiang (D11092)

KirgiziaOsh (AF010425)

UzbeklsEan Tashke>nt (AF010426)
r Morocco F23 (AF010424
Morocco F12 (AF010423)

Mexico (M74506t) I

JSY-Sap (AB074921)

TKK-Sap (AB074917) W
JAK Sai (AB074915)
China S15 (AF082093)

IMY-Haw (AB074920)
{E]KN Sap (AB074918)
JHA-Sap (AB074916)

USA US1 FAF060668)

USA US2 (AF060669)
US Swine (AF082843)

swjL82 (AB108661)

HE-JA6 (AB082551)
PG05-01 (AB362371)*
PG05-02 (AB362372) *
WBG06-01 (AB362374)*
JIT-Kan (AB091394)

HE-JA5 (AB082550)

PG05-03 (AB362373) *

WBG06-02 (AB545938)
WBG06-03 (AB545939)
WBG06-04 (AB545940)
JYO-Hyo03L (AB189075)

JRAIL" (AP003430)

wh]TS1 (AB222183)

JMNG-O0ki02C (AB236320)

ORF1 43 (326nt) 12455 < 53F-Ribths

X 1

0.05

Distance

Greece G2 (AF110389)
Spain VH2 (AF195065)

Greece G2 (AF110388)
I Argentina Arl (AF264009)
Argentina Ar2 (AF264010)

Italy Itl (AF110387)
4{ Austria AU (AF279122)
NZ swine (AF215661)

China T1 (AJ272108)

*BLU#1F, Sakano (2009) 5 [7] OFET, THTHEEIRE L AL /¥ ¥ bkl S 72 HEV #{51; KFIE
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Detection and Genomic Analysis of Hepatitis E Virus Isolates from Wild Boars
in Gunma Prefecture, Japan
Taisei ISHIOKA*', Chieko SAKANO, Toshie MOKUDAI, Yoko YOKOTA,

Hiroyuki SAKANIWA, Yukio MORITA, Akira NAGAI
and Toshie HOSHINO

* Gunma Meat Inspection Laboratory, 305-7 Higoshi, Tamamura, Sawa, 370-1103, Japan

SUMMARY

The prevalence of hepatitis E virus (HEV) infection in wild boars in Gunma Prefecture, Japan was serologi-
cally and genetically examined from March 2006 to March 2008. The positive detection rates of IgG antibod-
ies against HEV and HEV RNA in wild boars were 3.4% (3/87) and 2.1% (3/140), respectively. A phylogenetic
analysis revealed that all of the HEV ORF1 genes detected in the present study showed the same sequences
and belonged to genotype II. In addition, in a phylogenetic analysis, HEV genes detected from fattening pigs
in the past study in Gunma Prefecture exhibited a significant vicinal character to those from the wild boars in
this study that inhabited an area neighboring the HEV RNA-positive pig in the prior study. In Gunma Prefec-
ture, HEV is comparatively widespread in wild boars, and uncooked meat or liver may be a potential vehicle for
transmitting HEV to humans. —— Key words : anti-HEV IgG, hepatitis E virus, wild boar.
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